Highest distance to query
1. representative sequence

Similarity to representative 2 85%
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candidate 2
candidate 3
candidate 4
candidate 5
candidate 6
candidate 7
candidate 8

Queryj100 100 80 65 70 52 55 95 78

candidate 1§100 100 78 63 72 54 56 98 76
First sequence based

candidate 2§80 78 100 70 95 63 78 67 91 cluster

candidate 3l65 63 70 100 8 70 72 63 90 candidate 4
candidate 4§70 72 95 85 100 87 70 80 58 > candidate 5
candidate 5§52 54 63 70 87 100 92 56 80 candidate 6

candidate 6§55 56 78 72 70 92 100 60 75

candidate 7§95 98 67 63 80 56 60 100 86

i 7 7 1 7 1 100
candidate 878 6 9 90 58 80 75 8 candidate 5
¢ candidate 3 )
’ Representative sequences
Updated pairwise identity matrix candidate 2 used for structure
based clustering
candidate7

-
(4]
=
©
O
©
c
©
(&)

candidate 2
candidate 3
candidate 7
candidate 8

Queryjj100 100 80 65 95 78
Second sequence based

candidate {100 100 78 63 98 76 cluster

candidate 2180 78 100 70 67 91 candidate 3
> :

candidate 3|65 63 70 100 63 90 candidate 8

candidate 7§95 98 67 63 100 86

candidate 878 76 91 90 81 100

'

Updated pairwise identity matrix
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candidate 2
candidate 7

Third sequence based

100 1
Query 00 80 95 cluster

candidate 1§100 100 78 98 > candidate 2

candidate 2§80 78 100 67

candidate 7§95 98 67 100

/

Updated pairwise identity matrix
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le] Fourth sequence based
Queryfi00 100 95 cluster
candidate 14100 100 98 candidate?

candidate 7895 98 100 candidate 1




